MaTemaTuuku QakyaTeT
YHusep3uteray beorpany

MOJIBA
3A OJOBPABAILE TEME MACTEP PAJA

MoJsinM 1a MU ce 0J106pH U3pajia MacTep pajia Mo/j| HaCJ0BOM:

AHa/iu3a NOBE3aHOCTU CEeKyHAapHe CTPYKType NPOTEeUuHA U Pa3IMYUTHUX
Ha4YMHA KJacupuKanuja aMMHOKHUCE/TMHA

3Hayaj TeMe M 06J1aCTHU:

CekyHJlapHa CTPYKTypa MOpOTEHMHA je TeCcHO IoBe3aHa ca HUXOBOM O¢yHKIUjoM. Bosbe
pasyMmeBame ofHOoca uU3Mehy cekyHAapHe CTPYKType U NpUMapHe CTPYKType U MoceGHO
YONILTaBame NMpUMapHe CTPYKType Ha rpyne AK je 3HauajHO 3aTo IUTO MOXe Ja JoNpUHece
60/beM pa3yMeBawy U NpeABUDamby CTPYKTYype NMPOTEHHA, a TUME U buxoBe QyHKIUje, Beh Ha
OCHOBY IpMMapHe CTPYKTYpe, Koja NpeJicTaB/ba HAajA0CTYIHUjy HHPOpMaLMja 0 IpOTEMHHUMA.

CnenuduvHU BU/b paja:

usb pajia je la ce U3BPIIM CTAaTUCTUYKA aHa/IM3a Ha nojanuma U3 6ase nojgataka PDB (RCSB
Protein Data Bank) u ¥1x0BO NOBe3uBame ca pa3uuuTUM kKjaacudpukanujama AK. IIpe Tora je
HEOINXO/IHO HalKcaTHy NporpaMe 3a MpUIpeMy nojaTaka.
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KaTeapa je carJjiaCHa Ca npeaJjoxeHoM TeMOM.
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